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after SIX (6) MONTHS from the mailing date of this communication. 

- If NO period for reply is specified above, the maximum statutory period will apply and will expire SIX (6) MONTHS from the mailing date of this communication. 
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2a)n This action is FINAL. 2b)^ This action is non-final. 

3) n Since this application is in condition for allowance except for formal matters, prosecution as to the merits is 

closed in accordance with the practice under Ex parte Quayle, 1935 CD. 1 1 , 453 O.G. 213. 

Disposition of Ciaims 
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4a) Of the above claim(s) 1-21 and 24-41 is/are withdrawn from consideration. 

5) D Claim(s) is/are allowed. 

6) S Claim(s) 22 and 23 is/are rejected. 
?)□ Claim(s) is/are objected to. 

8) IS1 Claim(s) 1-41 are subject to restriction and/or election requirement. 

Application Papers 

9) K The specification is objected to by the Examiner. 

10) 13 The drawing(s) filed on 28 April 2005 is/are: a)^ accepted or b)S objected to by the Examiner. 
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Replacement drawing sheet(s) including the correction is required if the drawing(s) is objected to. See 37 CFR 1.121(d). 
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The amendment of 26 April 2005 has been entered in full 
cancelled and claims 3, 4, 7-11, 14, 15, 18, 19, 19, 30. 31, 34, 37. 
amended. 



Claims 42-48 have been 
38, and 41 have been 



in the communication filed on 



Election/Restrictions 

Applicant's election with traverse of Group V. claims 22-23 
04/26/2007 is acknowledged. Applicant has further elected SEQ ID N0:1, Because applicant 
did not distinctly and specifically point out the supposed errors in the restriction requirement, the 
election has been treated as an election without traverse (MPEP § 818.03(a)). 

Claims 1-21 and 24-41 are withdrawn from further consideration pursuant to 37 CFR 
1.142(b) as being drawn to a nonelected invention, there being no allowable generic or linking 
claim. Election was made without traverse in the reply filed on 04/26/2007. 

Claims 22 and 23 are pending and under examination. 



Specification 

The disclosure is objected to because of the following inforimalities: 

The title of the invention is not descriptive. A new title is required that is clearly 
indicative of the invention to which the claims are directed. 

The following title is suggested: A method of screening a compound for regulating a 
SGLT homolog. 

Appropriate correction is required. 
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even if only one figure is 



Drawings 

The drawing for Figure 3 Is objected to because each of the panels is black. The 
Examiner is unable to discern the data represented therein. Corrected drawing sheets in 
compliance with 37 CFR 1 .121(d) are required in reply to the Office action to avoid 
abandonment of the application. Any amended replacement drawing sheet should include all of 
the figures appearing on the immediate prior version of the sheet, 
being amended. The figure or figure number of an amended drawing should not be labeled as 
"amended." If a drawing figure is to be canceled, the appropriate figure must be removed from 
the replacement sheet, and where necessary, the remaining figures must be renumbered and 
appropriate changes made to the brief description of the several views of the drawings for 
consistency. Additional replacement sheets may be necessary to show the renumbering of the 
remaining figures. Each drawing sheet submitted after the filing date of an application must be 
labeled in the top margin as either "Replacement Sheet" or "New Sheet" pursuant to 37 CFR 
1 .121(d). If the changes are not accepted by the examiner, the applicant will be notified and 
informed of any required corrective action in the next Office action. The objection to the 
drawings will not be held in abeyance. 

Claim Rejections - 35 USC §112 (Written Description) 

The following is a quotation of the first paragraph of 35 U.S.C. 1 12: 



The specification shall contain a written description of the invention 
making and using it, in such full, clear, concise, and exact terms as 
art to which it pertains, or with which it is most nearly connected, to 



and of the manner and process of 
to enable any person skilled in the 
make and use the same and shall 



set forth the best mode contemplated by the inventor of carrying out his invention. 
Claims 22 and 23 are rejected under 35 U.S.C. 112, first paragraph, as failing to comply 
with the written description requirement. The claim(s) contains subject matter which was not 
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is used to mean an amino 



described in the specification in such a way as to reasonably convey to one skilled in the 
relevant art that the inventor(s), at the time the application was filed, had possession of the 
claimed invention. 

Claim 22 is drawn to a method of screening a compound that regulates glucose uptake 
activity of V Na+/glucose transporter homolog in the small intestine comprising using the 
homolog. Claim 23 recites the Na+/glucose transporter (SGLT) homolog is a protein comprising 
the same or substantially the same amino acid sequence represented by SEQ ID N0:1, SEQ ID 
NO: 3. SEQ ID N0:5 or SEQ ID NO:50, its partial peptide, or a salt thereof. 

Specifically, the specification teaches that the Na+/glucose transporter (SGLT) homologs 
may be any protein derived from any cells of human and warm-blooded animals ... (page 8 lines 
23-25). In addition, "substantially the same amino acid sequence" 
acid sequence having at least 70% homology, preferably at least about 80% more pi^eferably at 
least about 90% homology, and most preferably at least about 95% homology to the amino acid 
sequence to be compared (page 9, lines 6-10). Moreover, the specification discloses that 
where the amino acid sequence is inserted, deleted, or substituted as described above the 
position of its insertion, deletion, or substitution is not particularly limited (page 10, lines 14-16). 

Furthermore, the specification discloses that the partial peptide of the protein used in the 

1 

present invention may be any peptide as long as it is a partial peptide of the protein used in the 
present invention and preferably has the property equivalent to that of the protein used in the 
present invention (page 11, lines 12-15). Finally, the specification 

are preferably used include peptides having sequences of at least 20, preferably at least 50. 
more preferably at least 70, much more preferably at least 100, and most preferably at least 200 



teaches the peptides which 



amino acids, in the constituent amino acid sequence of the protein 
invention, and the like (page 11. lines 15-20). Thus, the Examiner 



used in the present 
has broadly interpreted 
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claims do not indicate what 
Specifically, the specification 
;s of the amino acid of SEQ ID 



claims 22 and 23 as reading upon any SGLT protein, including variants, derivatives, and 
fragments of the amino acid sequence of SEQ ID N0:1 . 

Claims 22 and 23 are genus claims. The specification and 
distinguishing attributes are shared by the members of the genus, 
does not clearly define homolog, variants, derivatives, or fragment 
N0:1 and all methods of using such. 

Thus, the scope of the claims includes numerous structural and functional variants, and 
the genus' are highly variant because a significant number of structural and functional 

i 

differences between genus members is permitted. The specification and claims do not provide 
any guidance as to what changes should be made. Structural and functional features that could 
distinguish (1) SGLT homologs from other SGLT homologs and (2) variants, derivatives, and 
fragments of the amino acid of SEQ ID N0:1 from other variants and fragments of amino acid of 
SEQ ID N0:1 are missing from the disclosure. No common attributes identify the members of 
the genus. The general knowledge and level of skill in the art do not supplement the omitted 
description because specific, not general, guidance is what is neecled. Since the disclosure fails 
to describe the common attributes or characteristics that identify members of the genus, and 
because the genus is highly variant, homologs, variants, derivatives, and fragments of an amino 
acid of SEQ ID N0:1 are insufficient to describe the genus. 

The written description requirement for a claimed genus* may be satisfied through 
sufficient description of a representative number of species by actual reduction to practice, 
reduction to drawings, or by disclosure of relevant identifying characteristics, i.e. structure or 
other physical and/or chemical properties, by functional characteristics coupled with a known or 
disclosed correlation between structure and function structure, or by a combination of such 
identifying characteristics, sufficient to show the applicant was in possession of the claimed 
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genus. In the instant case, the specification fails to provide sufficient descriptive information, 
such as definitive structural or functional features of the genus for SGLT homologs, as well as 
variants and fragments of an amino acid of SEQ ID N0:1 and all methods of using such. 

There is no description of the special features, which are critical to the structure and 
function of the genus claimed. Furthermore, the prior art does nol: provide compensatory 
structural or correlative teachings sufficient to enable one of skill to isolate and identify the 
SGLT homologs and variants, derivatives, and fragments of the amino acid of SEQ ID N0:1 
encompassed by the limitations. Thus, no identifying characteristics or properties of the claimed 
SLOT homolog or amino acid of SEQ ID N0:1 are provided such hat one of skill would be able 
to predictably identify the encompassed variant biological and chemical entities recited in the 
instant claims. One of skill in the art would reasonably conclude t iat the disclosure fails to 
provide a representative number of species to describe the genus. Thus, applicant was not in 
possession of the claimed genus. 

Claim Rejections - 35 USC § 112 (Enablement; 

Claims 22 and 23 are rejected under 35 U.S.C. 112, first paragraph, because the 
specification, while being enabling for a method of screening a compound that suppresses the 
glucose uptake activity of the SGLT homolog comprising the amino acid sequence of SEQ ID 
N0:1, does not reasonably provide enablement for a method of screening a compound that 
regulates the glucose uptake activity of a Na+/glucose transporter 
comprising the same of substantially the same amino acid sequence as the amino acid 
sequence represented by SEQ ID N0:1 in the small intestine comjprising the homolog. The 
specification does not enable any person skilled in the art to which it pertains, or with which it is 



(SGLT) homolog or a protein 



most nearly connected, to make/use the invention commensurate 



in scope with these claims. 
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protein comprising tlie same 
sequence represented by 
invention is broad because 



Nature of the invention and breath of the claims 

The invention is drawn to a method of screening a compound that regulates the glucose 
uptake activity of a Na+/glucose transporter (SGLT) homolog or a 
of substantially the same amino acid sequence as the amino acid 
SEQ ID N0:1 in the small intestine comprising the homolog. The 
the recitation of claims 22 and 23 encompasses a large number o'f polypeptides. 

Specifically, the specification teaches that the Na+/glucos^ transporter (SGLT) homologs 
may be any protein derived from any cells of human and warm-blooded animals ... (page 8 lines 
23-25). In addition, "substantially the same amino acid sequence" is used to mean an amino 
acid sequence having at least 70% homology, preferably at least about 80% more preferably at 
least about 90% homology, and most preferably at least about 95% homology to the amino acid 
sequence to be compared (page 9, lines 6-10). 

Moreover, the specification discloses that where the amino acid sequence is inserted, 
deleted, or substituted as described above the position of its insertion, deletion, or substitution is 
not particularly limited (page 10, lines 14-16). 

Furthermore, the specification discloses that the partial peptide of the protein used in the 
present invention may be any peptide as long as it is a partial peptide of the protein used in the 
present invention and preferably has the property equivalent to that of the protein used in the 
present invention (page 1 1 , lines 12-15). Finally, the specification teaches the peptides which 
are preferably used include peptides having sequences of at leas 
more preferably at least 70, much more preferably at least 100, and most preferably at least 200 
amino acids, in the constituent amino acid sequence of the protein used in the present 
invention, and the like (page 11, lines 15-20). Thus, the Examiner has broadly interpreted 



20, preferably at least 50, 
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claims 22 and 23 as reading upon any SGLT protein, including variants, derivatives, and 
fragments of the amino acid sequence of SEQ ID N0:1 . 



Unpredictabilitv and state of the art 

The state of the art for SGLT1 and SGLT2 is well known, but the state of the art for the 
full length and homologs, variants, derivatives, or fragments of the amino acid of SEQ ID N0:1 
is not well characterized. 

Several studies have structurally and functionally characterized several members of the 
SGLT family. For instance, Zhou et al. (2003) teach that since bot 
vital roles in absorption of glucose from both the small intestine and kidney, it is logical to 
speculate that the inhibitors of SGLT may have medical utilities for the treatment of diabetes 
(page 340, left column, 1** paragraph). Moreover, Scheepers et al. (2004) teach the secondary 
structure for the members of the SGLT family is based on the experimental studies of SGLT1 
and related family members (page 364, right column, bottom paragraph). In addition, 
Scheepers et al. teach al. (2004) that intestinal glucose absorption and renal reabsorption in 
proximal tubules via SGLT1 and SGLT2 can be blocked by phlorizin, a plant product from the 
bark of the apple tree (page 365, left column, top paragraph). 

However, the art is silent regarding the full length or derivatives for the SGLT homolog of 
SEQ ID N0:1. In the specification. Applicant teaches that based on the search for Gene Logic 
database, SGLT homolog is an important transporter for absorption of glucose in the small 
intestine (page 3, lines 5-7), but does not disclose any distinguishing characteristics for 
derivatives or fragments of the SGLT homolog. The variants, derivatives, or fragments of the 



amino acid of SEQ ID N0:1 are not well characterized in the specification or the state of the art. 



Applicant has not provided any guidance as to what amino acid residues can be added. 
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substituted, or deleted to/from SEQ ID N0:1 while retaining the ability of the claimed 
polypeptide to transport glucose. 

The variants, derivatives, or fragments of the SGLT homolpg are not well characterized 

I 

in the specification. Applicant has not provided any guidance as to what amino acid residues 
can be added, substituted, or deleted to/from the claimed polypeptide while retaining the ability 
of the claimed glucose uptake. For instance, the specification teajches that where the amino 
acid sequence is inserted, deleted, or substituted as described abjove the position of its 
insertion, deletion, or substitution is not particularly limited (page 10, lines 14-16) encompassing 

i 

an infinite number of changes to SEQ ID N0:1 . Each amino acid Ichange to the SGLT homolog 
results in distinct structure, function, and biological activity, and thp combination of any of these 
amino acid changes may result in distinct SGLT homolog characteristics. The teachings in the 
specification provide general characteristics of these domains butjthe specification does not 

provide any distinguishing or specific characteristics for any of th^se SGLT homolog variants 

i 

required for a method for screening a compound. j 

Because applicant has not provided any distinguishing characteristics for any of the 
variants and fragments are not predictable for any of SGLT polype^ptide homologs comprising 
any mutation, deletions, substitutions, or fragments. Undue experimentation would be required 
of one skilled in the art to be able to make/use the claimed methods of the instant application. 

The problem of predicting protein and DNA structure from sequence data and in turn 
utilizing predicted structural determinations to ascertain functional aspects of the protein and 
DNA is extremely complex. While it is known that many amino acid substitutions are generally 
possible in any given protein the positions within the protein's sequence where such amino acid 
substitutions can be made with a reasonable expectation of success are limited. Certain 
positions in the sequence are critical to the protein's structure/function relationship, e.g. such as 
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providing the correct three- 
or other regions may also be 



various sites or regions directly involved in binding, activity and in 
dimensional spatial orientation of binding and active sites. These < 

critical determinants of antigenicity. These regions can tolerate only relatively conservative 

i 

substitutions or no substitutions (see Wells, 1990, Biochemistry 29:8509-8517; Ngo et aL, 1994, 
The Protein Folding Problem and Tertiary Structure Prediction, pp, 492-495). 

However, Applicant has provided little or no guidance beyond the mere presentation of 
sequence data to enable one of ordinary skill in the art to determine, without undue 
experimentation, the positions in the DNA and protein which are tolerant to change (e.g. such as 
by amino acid substitutions or deletions), and the nature and exteit of changes that can be 
made in these positions. Even if an active or binding site were identified in the specification, 
they may not be sufficient, as the ordinary artisan would immediately recognize that an active or 
binding site must assume the proper three-dimensional configuration to be active, which 
conformation is dependent upon surrounding residues; therefore substitution of non-essential 
residues can often destroy activity. The art recognizes that function cannot be predicted from 
structure alone (Bork, 2000, Genome Research 10:398-400; Skolnick et al., 2000, Trends in 
Biotech. 18(1):34-39, especially p. 36 at Box 2; Doerks et al., 1998, Trends in Genetics 14:248- 
250; Smith et al., 1997, Nature Biotechnology 15:1222-1223; Brenner, 1999, Trends in Genetics 
15:132-133; Bork et aL, 1996. Trends in Genetics 12:425-427). 

Due to the large quantity of experimentation necessary to generate the infinite number of 
derivatives recited in the claims and possibly screen same for activity, the lack of 



direction/guidance presented in the specification regarding which 



structural features are 



required in order to provide activity, the absence of working examples directed to same, the 



complex nature of the invention, the state of the prior art which es 



of the effects of mutation on protein structure and function, and the breadth of the claims which 



ablishes the unpredictability 
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fail to recite any structural or functional limitations, undue experimentation would be required of 
the skilled artisan to make and/or use the claimed invention in its full scope. 

In view of these teachings in the art and the limited guidance provided in the 
specification, a method of screening a compound that suppresses the glucose uptake activity of 
SGLT homolog of SEQ ID N0:1 is not predictable for a method of screening a compound that 
regulates the glucose uptake activity of a Na+/glucose transporter (SGLT) homolog or a protein 
comprising the same of substantially the same amino acid sequence as the amino acid 
sequence represented by SEQ ID N0:1 in the small intestine comprising the homolog. 

The amount of direction or guidance present 

Applicants' disclosure is limited to the structural description of the full-length amino acid 
of SEQ ID N0:1 . However, the specification does not provide guidance or direction regarding 
all possible SGLT homologs and variants, derivatives, or fragments of the amino acid sequence 
of SEQ ID NO: 1 . The specification teaches that the Na+/glucose transpdrter (SGLT) homologs 
may be any protein derived from any cells of human and warm-blooded animals ... (page 8 lines 
23-25). In addition, "substantially the same amino acid sequence' is used to mean an amino 
acid sequence having at leat 70% homology, preferably at least about 80% more preferably at 
least about 90% homology, and most preferably at least about 95% homology to the amino acid 
sequence to be compared (page 9, lines 6-10). Moreover, the specification discloses that 
where the amino acid sequence is inserted, deleted, or substituted as described above the 
position of its insertion, deletion, or substitution is not particularly limited (page 10, lines 14-16). 

Furthermore, the specification discloses that the partial peptide of the protein used in the 
present invention may be any peptide as long as it is a partial peptide of the protein used in the 
present invention and preferably has the property equivalent to that of the protein used in the 
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present invention (page 1 1 . lines 12-15). Finally, the specification teaches the peptides which 
are preferably used include peptides having sequences of at least 20, preferably at least 50, 
more preferably at least 70, much more preferably at least 100, and most preferably at least 200 
amino acids, in the constituent amino acid sequence of the protein used in the present 
invention, and the like (page 11, lines 15-20). 

However, Applicant has not provided any guidance as to what amino acid residues can 
be added, substituted, or deleted to/from SEQ ID N0:1 while retaining the ability of the claimed 
SGLT polypeptide homolog to transport glucose as disclosed in Example 8 and 9. 

Working Examples 

Although Applicants have provided examples for the biological activities for the full- 
length amino acid sequence of SEQ ID N0:1 (Example 1 of glucose uptake-suppressing action 
by phlorizin; Example 2: analysis of the distribution expressed SGLT homolog in human 
gastrointestinal tract; Example 3: expression analysis of SGLT1 and the SGLT homolog in 
normal human small intestine epithelial cells in primary culture; Example 4: immunostaining of 
human small intestine slices with anti-human SGLT homolog antibody; Example 5: change in 
expression of the SGLT homolog in diabetic animal; Example 6: expression of the SGLT 
homolog in the small intestines from human, mouse rat hamster and monkey; Example 7: 
determination of glucose uptake level in the mouse, rat, and hamster small intestines by the 
organ culture system; Example 8: study of substrate specificity for SGLT1 and the SGLT 
homolog; Example 9: kinetic analysis of glucose uptake mediated by SGLT1 or the SGLT 
homolog; Example 11: determination of glucose uptake level mediated by the hamster SGLT), 
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the specification does not provide any methods or working examples with all possible SGLT 
homologs and any derivatives, variants, or fragments for the amino acid sequence of SEQ ID 

N0:1. 

The quantity of experimentation needed " 

Without sufficient disclosure in the specification, it would require undue experimentation 
for one of skill in the art to be able to make/use any SGLT homolog and any derivatives, 
variants, and fragments of the amino acid sequence of SEQ ID N0:1. In addition, it would 
require undue experimentation to practice the invention commensurate in scope with the claims 
because, the claims are broadly drawn to any SGLT homolog and any derivatives, variants, and 
fragments of the amino acid sequence of SEQ ID N0:1. 

Due to the large quantity of experimentation necessary to generate the infinite number of 
derivatives recited in the claims and possibly screen same for activity, the lack of 
direction/guidance presented in the specification regarding which structural features are 
required in order to provide activity, the absence of working examples directed to same, the 
complex nature of the invention, the state of the prior art which establishes the unpredictability 
of the effects of mutation on protein structure and function, and the breadth of the claims which 
fail to recite any structural or functional limitations, undue experimentation would be required of 
the skilled artisan to make and/or use the claimed invention in its full scope. 
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Claim Rejections - 35 USC §112 (Second paragraph) 

The following is a quotation of the second paragraph of 35 U.S.C. 112: 

The specification shall conclude with one or more claims particularly pointing out and distinctly 
claiming the subject matter which the applicant regards as his invention. 

Claims 22 and 23 are rejected under 35 U.S.C. 112, second paragraph, as being 
indefinite for failing to particularly point out and distinctly claim the subject matter which 
applicant regards as the invention. 

Claim 22 recites a method of screening a compound that regulates the glucose uptake 
activity of a Na+/glucose transporter (SGLT) homolog but the claim does not teach any active 
steps. The claim is incomplete for omitting essential steps. While all of the technical details of a 
method need not be recited, the claims should include enough information to clearly and 
accurately describe the invention and how it is to be practiced. The minimum requirements for 
method steps include a contacting step in which the reaction of the sample with the reagents 
necessary for the assay is recited, a detection step in which the reaction steps are quantified or 
visualized, and a correlation step describing how the results of the assay allow for the 
determination. 

Claim Rejections - 35 USC § 102 
The following is a quotation of the appropriate paragraphs of 35 U.S.C. 102 that form the 
basis for the rejections under this section made in this Office action: 
A person shall be entitled to a patent unless - 

(b) the invention was patented or described in a printed publication in this or a foreign country or in public 
use or on sale in this country, more than one year prior to the date of application for patent in the United 
States. 

(e) the invention was described in (1) an application for patent, published under section 122(b), by 
another filed in the United States before the invention by the applicant for patent or (2) a patent 
granted on an application for patent by another filed in the United States before the invention by the 
applicant for patent, except that an intemational application filed under the treaty defined in section 
351(a) shall have the effects for purposes of this subsection of an application filed in the United States 
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only if the international application designated the United States and was published under Article 21(2) 
of such treaty in the English language. 

Claims 22 and 23 are rejected under 35 U.S.C. 102(b) as being anticipated by Iwamoto 
et al. (WO 02/053738; priority to the publication date of July 1 1 , 2002, cited in the IDS filed 
04/28/2005). 

Iwamoto et aL, (2002) teach a method of screening a compound regulating glucose 
uptake activity using the homolog (page 36, lines 19-29) meeting the limitations of claim 22. 

Furthermore, Iwamoto et al. (2002) recite that the method of screening a compound 
comprises SEQ ID N0:1 (abstract page 1 and page 1 of sequence listing), which has 100% 
homology with SEQ ID N0:1 of the instant application (see alignment in Exhibit A) meeting the 
limitations of claim 23. 

Claims 22 and 23 are rejected under 35 U.S.C. 102(b) as being anticipated by Thornton 
et al. (WO 01/92304 A2; priority to the publication date of May 25, 2001). 

Thornton et al., (2001) teach a method of screening a compound regulating glucose 
uptake activity using the homolog (page 16, lines 1-9) meeting the limitations of claim 22. 

Furthermore, Thornton et al (2001) recite that the method of screening a compound 
comprises SEQ ID NO:20 (page 16, line 3 and page 31 of sequence listing), which has 97.6% 
homology with SEQ ID N0:1 of the instant application (see alignment in Exhibit C) meeting the 
limitations of claim 23. It is noted that the Examiner has interpreted the phrases "a SGLT 
homolog" and " protein comprising essentially the same amino acid sequence..." in the instant 
claims as reading upon variants, derivatives, and fragments of a SGLT homolog or the amino 
acid sequence of SEQ ID N0:1. 
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Claims 22 and 23 are rejected under 35 U.S.C. 102(e) as being anticipated by Hu et al. 
(US 2003/0027301 Al; priority to the publication date of February 6, 2003). 

Hu et al. teach a method of screening a compound (page 1, paragraph [0008]) regulating 
activity of a novel protein that shares structural similarity with sodium-glucose transporters 
(page 1, paragraph [0004]) and is expressed in the intestine (page 1 paragraph [0010]) meeting 
the limitations of claim 22. In addition. Hu et al. recite that the method includes the amino acid 
sequence SEQ ID N0:9 (page 25 of the sequence listing of US 2003/0027301 Al) that is 100% 
identical to the amino acid of SEQ ID N0:1 of the instant application (see alignment in Exhibit B 
attached to the instant Office Action) meeting the limitations of claim 23. 

Conclusion 

No claim is allowed. 

Information 

Any inquiry concerning this communication or earlier communications from the examiner 
should be directed to Ian Dang whose telephone number is (571) 272-5014. The examiner can 
normally be reached on Monday-Friday from 9am to 5pm. 

If attempts to reach the examiner by telephone are unsuccessful, the examiner's 
supervisor, Gary Nickol can be reached on (571) 272-0835. The fax phone number for the 
organization where this application or proceeding is assigned is 571-273-8300. 
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Information regarding the status of an application may be obtained from the Patent 
Application Information Retrieval (PAIR) system. Status information for published applications 
may be obtained from either Private PAIR or Public PAIR. Status information for unpublished 
applications is available through Private PAIR only. For more information about the PAIR 
system, see http://pair-direct.uspto,gov. Should you have questions on access to the Private 
PAIR system, contact the Electronic Business Center (EBC) at 866-217-9197 (toll-free). If you 
would like assistance from a USPTO Customer Service Representative or access to the 
automated information system, call 800-786-9199 (IN USA OR CANADA) or 571-272-1000. 

Ian Dang 
Patent Examiner 
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